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fa10d07.s1 Zebrafish ICRFzfls Danio rerio cDNA clone 12C20 3', mRNA sequence.

fa11g07.s1 Zebrafish ICRFzfls Danio rerio cDNA clone 25G13 3', mRNA sequence.

fa09g08.s1 Zebrafish ICRFzfls Danio rerio cDNA clone 22M12 3' similar to SW:YDHD_HAEIN P45085
HYPOTHETICAL PROTEIN HI1165. ;, mRNA sequence.

fa03e05.r1 Zebrafish ICRFzfls Danio rerio cDNA clone 1K19 5', mRNA sequence.

ZF-E359 zebrafish embryonic Danio rerio cDNA clone ZF-E359 5' end similar to cartilage matrix protein,
mRNA sequence.

fa21b09.s1 Ekkerpost segmentation zebrafish embryo Danio rerio cDNA clone 1036313 3', mRNA sequence.
fa18f11.s1 Ekkerearly gastrulation zebrafish embryo Danio rerio cDNA clone 1036077 3', mRNA sequence.
fa20g08.s1 Ekkerearly gastrulation zebrafish embryo Danio rerio cDNA clone 1036286 3', mRNA sequence.
fa20h06.s1 Ekkerearly gastrulation zebrafish embryo Danio rerio cDNA clone 1036283 3', mRNA sequence.
fa14c08.s1 Appel Eisen zebrafish embryo 15 19hr Danio rerio cDNA clone 978446 3', mRNA sequence.
fa14g04.s1 Appel Eisen zebrafish embryo 15 19hr Danio rerio cDNA clone 978486 3' similar to gb:X16940
ACTIN, GAMMA-ENTERIC SMOOTH MUSCLE (HUMAN);, mRNA sequence.

fa28a07.s1 Ekkerpost segmentation zebrafish embryo Danio rerio cDNA clone 1036980 3' similar to
TR:G51331 G51331 HLX HOMEO BOX PROTEIN, PUT. TRANSCRIPTION FACTOR INVOLVED IN
EMBRYOGENESIS AND HEMATOPOIESIS. ;, mRNA sequence.

fa66f11.s1 zebrafish fin day3 regeneration Danio rerio cDNA clone zbr2470 3' similar to SW:ROU_HUMAN
Q00839 HETEROGENOUS NUCLEAR RIBONUCLEOPROTEIN U ;, mRNA sequence.

Danio rerio DNA, chromosome LG20, z4394, sequence tagged site.

Danio rerio connexin 43 (Cx43) mRNA, complete cds.

Danio rerio DNA binding protein (sox25) mRNA, complete cds.

Danio rerio signaling molecule lefty2 (Ift2) mRNA, complete cds.

Danio rerio kit receptor tyrosine kinase mRNA, complete cds.

Danio rerio T-box brain 1 mRNA, partial cds.

ab01b07_t3 ZF adult heart library Danio rerio cDNA 5 prime similar to 40S RIBOSOMAL PROTEIN S23,
mRNA sequence.

fa91e11.x1 zebrafish fin day1 regeneration Danio rerio cDNA 3', mRNA sequence.

fa92b04.x1 zebrafish fin day1 regeneration Danio rerio cDNA 3', mRNA sequence.

fa95b03.x1 zebrafish fin day3 regeneration Danio rerio cDNA 3', mRNA sequence.

fb05c09.x1 zebrafish fin day1 regeneration Danio rerio cDNA 3' similar to SW:MIA_RAT Q62946
MELANOMA DERIVED GROWTH REGULATORY PROTEIN ;, mRNA sequence.

fa94h05.x1 zebrafish fin day1 regeneration Danio rerio cDNA 3', mRNA sequence.

fa97b09.x1 zebrafish fin day3 regeneration Danio rerio cDNA 3', mRNA sequence.

fa98e08.y1 zebrafish fin day3 regeneration Danio rerio cDNA 5', mRNA sequence.

fa93a08.y1 zebrafish fin day1 regeneration Danio rerio cDNA 5', mRNA sequence.

fb01a11.x1 zebrafish fin day3 regeneration Danio rerio cDNA 3', mRNA sequence.

fa97b09.y1 zebrafish fin day3 regeneration Danio rerio cDNA 5', mRNA sequence.

zeh0062.seq.F Zebrafish Embryonic Heart cDNA Library Danio rerio cDNA 5', mRNA sequence.
zeh0152.seq.F Zebrafish Embryonic Heart cDNA Library Danio rerio cDNA 5', mRNA sequence.
zeh0300.seq.F Zebrafish Embryonic Heart cDNA Library Danio rerio cDNA 5', mRNA sequence.
fb12f11.x1 zebrafish fin day0 regeneration Danio rerio cDNA 3', mRNA sequence.

fb14g10.x1 zebrafish fin day0 regeneration Danio rerio cDNA 3', mRNA sequence.

fb12a02.x1 zebrafish fin day0 regeneration Danio rerio cDNA 3', mRNA sequence.

fb15¢c10.x1 zebrafish fin day0 regeneration Danio rerio cDNA 3', mRNA sequence.

fb16h11.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3712101 3' similar to contains
element L1 repetitive element ;, mRNA sequence.

fb10a06.x1 zebrafish fin day0 regeneration Danio rerio cDNA 3', mRNA sequence.

fb10c10.x1 zebrafish fin day0 regeneration Danio rerio cDNA 3', mRNA sequence.

fb34f06.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3713795 3', mRNA sequence.
fb37¢12.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3714070 3', mRNA sequence.
fb19e10.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3712362 5' similar to gb:J00068
ACTIN, ALPHA SKELETAL MUSCLE (HUMAN);, mRNA sequence.

fb38c09.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3714160 5', mRNA sequence.
fb39c11.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3714260 5' similar to TR:Q91480
Q91480 APOLIPOPROTEIN B ;, mRNA sequence.

fb26e03.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3713020 3', mRNA sequence.
fb38c09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3714160 3', mRNA sequence.
fb55h10.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3715843 3', mRNA sequence.
fb54e11.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3715724 3' similar to
SW:RL7_HUMAN P18124 60S RIBOSOMAL PROTEIN L7. [1] ;, mRNA sequence.

fb51h08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3715455 3', mRNA sequence.
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fb52a04.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3715470 3', mRNA sequence.
fb54b02.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3715659 3', mRNA sequence.
fb57c07.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3715980 3', mRNA sequence.
fb58e03.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716092 3', mRNA sequence.
fb61c07.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716364 5' similar to TR:Q90323
Q90323 SERINE PROTEASE INHIBITOR. ;, mRNA sequence.

fb63f10.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716587 3', mRNA sequence.
fb63g01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716592 3', mRNA sequence.
fb53a08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3715574 3', mRNA sequence.
fb62g08.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716510 5' similar to
SW:CPJ1_RABIT P52786 CYTOCHROME P450 11J1 ;, mRNA sequence.

fb48d02.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3715107 3', mRNA sequence.

fb63g01.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716592 5' similar to gb:M22632
ASPARTATE AMINOTRANSFERASE, MITOCHONDRIAL PRECURSOR (HUMAN);, mRNA sequence.
fb53e02.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3715610 3', mRNA sequence.

fb63a10.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716538 3' similar to TR:Q92093
Q92093 VITELLOGENIN. ;, mRNA sequence.

fb63c08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716558 3', mRNA sequence.
fb22g03.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3712660 3', mRNA sequence.
fb22909.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3712672 3', mRNA sequence.
fb20g04.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3712470 3', mRNA sequence.
fb60h05.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716313 3' similar to TR:042309
042309 GAMMA FIBRINOGEN. ;, mRNA sequence.

fb61f03.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716381 3', mRNA sequence.
fb75c04.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717702 3' similar to gb:M90309
RAPAMYCIN-SELECTIVE 25 KD IMMUNOPHILIN (HUMAN);, mRNA sequence.

fb75d01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717697 3', mRNA sequence.
fb75f06.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717731 3', mRNA sequence.
fb72g12.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717478 3', mRNA sequence.
fb77c01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717888 3', mRNA sequence.
fb61h05.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716409 3', mRNA sequence.
fb73d07.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717517 3' similar to
WP:F15C11.1 CE05637 ;contains element MER30 repetitive element ;, mRNA sequence.

fb73f02.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717531 3', mRNA sequence.
fb73f05.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717537 3', mRNA sequence.
fb73h08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717567 3', mRNA sequence.
fb74a06.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717586 3', mRNA sequence.
fb81g09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3718336 3', mRNA sequence.
fb70a01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717192 3', mRNA sequence.
fb70a12.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717214 3' similar to contains
element TAR1 repetitive element ;, mRNA sequence.

fb75d01.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717697 5' similar to
SW:CSP_TORCA P56101 CYSTEINE STRING PROTEIN ;, mRNA sequence.

fb77d08.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717903 5' similar to
SW:DESP_HUMAN P15924 DESMOPLAKIN | AND II ;, mRNA sequence.

fb78b08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717975 3', mRNA sequence.

fb78f04.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3718015 3', mRNA sequence.
fb67903.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3716980 5', mRNA sequence.
fb83b05.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3718449 3', mRNA sequence.
fb92b08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3719319 3', mRNA sequence.
f£92c02.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3719330 3', mRNA sequence.
fb93a10.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3719418 3', mRNA sequence.
fb95h11.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3719685 3', mRNA sequence.

fb83b05.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3718449 5' similar to TR:P78851
P78851 FISSION YEAST. ;, mRNA sequence.

fb71h08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3717375 3', mRNA sequence.
fb96e05.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3719744 3', mRNA sequence.
fb99d08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3720015 3', mRNA sequence.
fb99h09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3720065 3' similar to
SW:PFTB_HUMAN P49356 PROTEIN FARNESYLTRANSFERASE BETA SUBUNIT ;, mRNA sequence.
fc01b11.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3720093 3', mRNA sequence.

fc02g04.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3720246 3', mRNA sequence.
fb96e05.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3719744 5', mRNA sequence.
fc09e09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3720904 3', mRNA sequence.
fc11c11.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721076 3', mRNA sequence.
fc11d06.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721067 3', mRNA sequence.
fc12d03.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721157 3', mRNA sequence.
zehn1770.seq.F Zebrafish Embryonic Heart cDNA Library Danio rerio cDNA 5', mRNA sequence.

fc13f09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721289 3', mRNA sequence.
fc05d08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3720495 3', mRNA sequence.
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fc05b01.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3720457 5' similar to
SW:FMO3_RABIT P32417 DIMETHYLANILINE MONOOXYGENASE [N-OXIDE FORMING] 3 ;, mRNA
sequence.

fc18b08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721719 3', mRNA sequence.

fc21903.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722068 3', mRNA sequence.
fc14h06.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721403 3', mRNA sequence.
fc17b12.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721631 3', mRNA sequence.
fc22a08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722102 3', mRNA sequence.
fc22910.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722178 3', mRNA sequence.
fc16d03.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721541 5' similar to TR:Q92535

Q92535 PHOSPHATIDYLINOSITOL-GLYCAN-CLASS C ;, mRNA sequence.

fc17b12.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721631 5', mRNA sequence.
fc19a11.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3721820 5', mRNA sequence.
fc21c03.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722020 5', mRNA sequence.
fc21h01.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722065 5' similar to
SW:CPBJ_MOUSE 055071 CYTOCHROME P450 2B19 ;, mRNA sequence.

fc43b06.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724115 3', mRNA sequence.
fc38c06.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3723658 3', mRNA sequence.
fc38c08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3723662 3', mRNA sequence.
fc39e08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3723782 3', mRNA sequence.
fc39f12.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3723791 3', mRNA sequence.
fc439g06.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724186 3', mRNA sequence.
fc41b03.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3723917 3', mRNA sequence.
fc28b09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722681 3' similar to
SW:PUR1_CHICK P28173 AMIDOPHOSPHORIBOSYLTRANSFERASE PRECURSOR ;, mRNA sequence.
fc29d04.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722791 3' similar to contains
element MER22 repetitive element ;, mMRNA sequence.

fc31a09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722968 3', mRNA sequence.
fc25¢08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722414 3', mRNA sequence.
fc32b07.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3723061 3', mRNA sequence.
fc26b09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3722489 3', mRNA sequence.
fc33d01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3723169 3' similar to TR:Q90311
Q90311 ZP2 ;, mRNA sequence.

fc45c07.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724332 3', mRNA sequence.
fc47b04.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724495 3', mRNA sequence.
fc48b05.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724593 3', mRNA sequence.
fc48c03.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724612 3', mRNA sequence.
fc51e12.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724942 3', mRNA sequence.
fc56906.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3725434 3', mRNA sequence.
fc45c07.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724332 5' similar to TR:014901
014901 SP1-LIKE ZINC FINGER TRANSCRIPTION FACTOR. ;, mRNA sequence.

fc48b05.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724593 5' similar to TR:054875
054875 MYOTONIC DYSTROPHY KINASE-RELATED CDC42-BINDING KINASE MRCK-BETA. ;, mRNA
sequence.

fcfScO3.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724612 5' similar to
gb:X04665_cds1 THROMBOSPONDIN 1 PRECURSOR (HUMAN);, mRNA sequence.

fc51e12.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724942 5' similar to TR:Q91480
Q91480 APOLIPOPROTEIN B ;, mRNA sequence.

fc56906.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3725434 5', mRNA sequence.
fc58b05.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3725553 5' similar to TR:057656
057656 GLYCEROL-3-PHOSPHATE DEHYDROGENASE ;, mRNA sequence.

fc58e09.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3725608 5', mRNA sequence.
fc58b05.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3725553 3' similar to TR:057656
057656 GLYCEROL-3-PHOSPHATE DEHYDROGENASE ;, mRNA sequence.

fc58e09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3725608 3' similar to
SW:MEI2_MOUSE P97367 HOMEOBOX PROTEIN MEIS2 ;contains Alu repetitive element;, mRNA
sequence.

fc5qu01 x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3725689 3', mRNA sequence.

fc60g09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3725824 3', mRNA sequence.

fc47b04.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724495 5' similar to
SW:LBR_CHICK P23913 LAMIN B RECEPTOR. ;, mRNA sequence.
fc44901.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3724272 3', mRNA sequence.

fc60g09.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3725824 5', mRNA sequence.
fc68e03.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3726556 3' similar to contains
element MER22 repetitive element ;, mRNA sequence.

fc74h10.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3727171 3', mRNA sequence.
fc76h10.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3727363 3', mRNA sequence.
fc83b10.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3727963 3', mRNA sequence.
fc84903.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3728116 3', mRNA sequence.

fc87e07.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3728388 3' similar to contains
element MER30 MERS30 repetitive element ;, mMRNA sequence.
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fc92e01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3728856 3' similar to gb:M16660
HEAT SHOCK PROTEIN HSP 90-BETA (HUMAN);, mRNA sequence.

fc94c01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3729024 3', mRNA sequence.
fc95f01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3729145 3' similar to
SW:YTX2_XENLA P14381 TRANSPOSON TX1 HYPOTHETICAL 149 KD PROTEIN ;, mRNA sequence.
fd02g05.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3729752 3', mRNA sequence.
fd10g01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3730512 3', mRNA sequence.
fd11g11.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3730628 3', mRNA sequence.
fd12b04.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3730639 3', mRNA sequence.
fc89f06.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3728579 3', mRNA sequence.
fd51a09.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3733240 3', mRNA sequence.
fd52d02.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3733347 3', mRNA sequence.
fe49g08.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3742238 3', mRNA sequence.
fi33b01.x1 zebrafish adult brain Danio rerio cDNA 3' similar to SW:SODM_HUMAN P04179 SUPEROXIDE
DISMUTASE [MN] PRECURSOR ;, mRNA sequence.

fji34b10.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.

fi35h03.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.

fi35h10.x1 zebrafish adult brain Danio rerio cDNA 3' similar to SW:DOR_DROME Q24314 DEEP ORANGE
PROTEIN. ;, mRNA sequence.

fj36b10.x1 zebrafish adult brain Danio rerio cDNA 3' similar to SW:T2AA_HUMAN P52655 TRANSCRIPTION
INITIATION FACTOR IIA ALPHA AND BETA CHAINS ;contains element MSR1 MSR1 repetitive element ;,
mRNA sequence.

fj36e03.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.

fj36f10.x1 zebrafish adult brain Danio rerio cDNA 3' similar to gb:X15334_rna1 CREATINE KINASE, B
CHAIN (HUMAN);, mRNA sequence.

fi65¢11.x1 zebrafish gridded kidney Danio rerio cDNA 3', mRNA sequence.

fj66b10.x1 zebrafish gridded kidney Danio rerio cDNA 3', mRNA sequence.

fj99f07.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2599813 3', mRNA sequence.
fi03e10.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2600106 3' similar to
SW:YS64_HUMAN P49756 HYPOTHETICAL PROTEIN S164 ;, mRNA sequence.

fi04e05.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2600192 3', mRNA sequence.
fi14c02.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2601122 3', mRNA sequence.
fi18g05.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2601560 3' similar to TR:008688
008688 CALPAIN 5 ;, mRNA sequence.

fe15e05.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3738944 3', mRNA sequence.
fe38f01.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3741145 3', mRNA sequence.
fe16c04.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3739014 5' similar to contains
element MER5 MERS5 repetitive element ;, mMRNA sequence.

fi27h08.y1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2602431 5' similar to TR:075509
075509 TNFR-RELATED DEATH RECEPTOR-6. ;, mRNA sequence.

fi29a09.y1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2602552 5' similar to
SW:Y105_HUMAN Q15007 HYPOTHETICAL PROTEIN KIAA0105. ;, mRNA sequence.

fi29b06.y1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2602547 5' similar to WP:T22C1.1
CE06489 ;, mRNA sequence.

fi26d06.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2602283 3' similar to
SW:CBF_MOUSE P53569 CCAAT-BINDING FACTOR ;, mRNA sequence.

fi27e04.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2602398 3' similar to contains element
MSR1 repetitive element ;, mMRNA sequence.

fi27h02.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2602419 3' similar to SW:ZP2_FELCA
P47984 ZONA PELLUCIDA SPERM-BINDING PROTEIN 2 PRECURSOR ;, mRNA sequence.

fi27h08.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2602431 3', mRNA sequence.
fe02c03.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3737668 3', mRNA sequence.
fe05f12.x1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3737999 3', mRNA sequence.
fi33a01.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2639400 3', mRNA sequence.
fi37h05.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2639865 3' similar to contains element
MERS repetitive element ;, mMRNA sequence.

fi40d03.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2640101 3', mRNA sequence.
fi36c02.y1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2639714 5', mRNA sequence.
fi37f04.y1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2639839 5', mRNA sequence.
fe06g04.y1 Zebrafish WashU MPIMG EST Danio rerio cDNA clone IMAGE:3738102 5' similar to
SW:TM21_RABIT Q28735 TRANSMEMBRANE PROTEIN TMP21 PRECURSOR ;, mRNA sequence.
fi30a03.y1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2639116 5', mRNA sequence.
fi31b03.y1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2639213 5' similar to TR:095428
095428 HYPOTHETICAL 133.5 KD PROTEIN. ;, mRNA sequence.

fi25f07.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2602213 3', mRNA sequence.
fj16a07.y1 Zebrafish adult olfactory Danio rerio cDNA 5' similar to TR:Q08353 Q08353 ECI-6/IKBA
PROTEIN. ;, mRNA sequence.

fj16d06.y1 Zebrafish adult olfactory Danio rerio cDNA 5' similar to SW:YK61_YEAST P36160
HYPOTHETICAL 39.6 KD PROTEIN IN MTD1-NUP133 INTERGENIC REGION. ;, mRNA sequence.
fj22c06.y1 Zebrafish adult olfactory Danio rerio cDNA &' similar to SW:DOPO_BOVIN P15101 DOPAMINE
BETA-MONOOXYGENASE PRECURSOR ;, mRNA sequence.

fj05f09.x1 Zebrafish adult olfactory Danio rerio cDNA 3' similar to SW:CMGA_MOUSE P26339
CHROMOGRANIN A PRECURSOR ;, mRNA sequence.
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G39759
G39795
G39826
G39840
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G40058
G40081
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fj13d06.x1 Zebrafish adult olfactory Danio rerio cDNA 3', mRNA sequence.

fj15b02.x1 Zebrafish adult olfactory Danio rerio cDNA 3' similar to contains element TAR1 repetitive element

;» MRNA sequence.

fj15d08.x1 Zebrafish adult olfactory Danio rerio cDNA 3', mRNA sequence.

fj16d01.x1 Zebrafish adult olfactory Danio rerio cDNA 3' similar to SW:SY08_PIG P49873 SMALL
INDUCIBLE CYTOKINE A8 PRECURSOR ;, mRNA sequence.

fj18d04.x1 Zebrafish adult olfactory Danio rerio cDNA 3', mRNA sequence.

i32d01.x1 Zebrafish adult olfactory Danio rerio cDNA 3', mRNA sequence.

fj37d11.x1 zebrafish adult brain Danio rerio cDNA 3' similar to contains element MSR1 repetitive element ;,

mRNA sequence.
i39d05.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.

fj40e09.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.

fj42b02.x1 zebrafish adult brain Danio rerio cDNA 3' similar to gb:L19760 SYNAPTOSOMAL ASSOCIATED

PROTEIN 25 ISOFORM 2 (HUMAN);, mRNA sequence.
fj42g08.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.

fj43h12.x1 zebrafish adult brain Danio rerio cDNA 3' similar to SW:REQU_HUMAN Q92785 ZINC-FINGER

PROTEIN UBI-D4 ;, mRNA sequence.

fij44e12.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fj45904.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fj46d09.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fj48c02.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fj49a04.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fj51c01.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
1j52d03.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fj53d06.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fj56e€06.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fj58e07.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
j59a01.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fj60e07.x1 zebrafish adult brain Danio rerio cDNA 3' similar to TR:Q9Z2G6 Q9Z2G6 SELLL. ;, mRNA

sequence.
fi61d12.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.

fj64b02.x1 zebrafish adult brain Danio rerio cDNA 3', mRNA sequence.
fi87d06.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2644619 3', mRNA sequence.

fi89c08.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2644814 3' similar to WP:B0285.3
CE00667 HYPOTHETICAL 17.6 KD PROTEIN B0285.3 IN CHROMOSOME Il ;, mRNA sequence.
fi76g05.x1 Sugano Kawakami zebrafish DRA Danio rerio cDNA clone 2643608 3' similar to
SW:TPR_HUMAN P12270 NUCLEOPROTEIN TPR. [1] ;, mRNA sequence.

fj85c06.x1 zebrafish gridded kidney Danio rerio cDNA 3', mRNA sequence.

fj86g06.x1 zebrafish gridded kidney Danio rerio cDNA 3', mRNA sequence.

fj87a04.x1 zebrafish gridded kidney Danio rerio cDNA 3', mRNA sequence.

fj87h02.x1 zebrafish gridded kidney Danio rerio cDNA 3' similar to TR:Q92027 Q92027 ZP3 ;, mMRNA
sequence.

fk1q4e06.x1 zebrafish fin day3 regeneration Danio rerio cDNA 3', mRNA sequence.

fk31a12.x1 zebrafish fin day1 regeneration Danio rerio cDNA 3', mRNA sequence.
fk24906.x1 zebrafish fin day1 regeneration Danio rerio cDNA 3', mRNA sequence.
fk28c01.x1 zebrafish fin day1 regeneration Danio rerio cDNA 3', mRNA sequence.
Danio rerio mRNA for bone morphogenetic protein, complete cds.

Z17204 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

722144 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

222659 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

222926 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z8150 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z10056 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z10177 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z10452 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z10756 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z10901 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z11047 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z11841 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z13453 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

213626 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z13672 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

213678 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z13867 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z20046 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

220538 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

2720582 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z20719 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

2721067 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
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Z21170 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z21401 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
2721485 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
2722041 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z3211 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
23964 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
274329 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
26357 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
26425 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
26804 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
26973 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z7158 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z7171 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
27568 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
28164 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z8706 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
728976 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
79343 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z9708 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z9794 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
79959 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
79962 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z7803 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
78219 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
279334 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z9729 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
72536 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
23824 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z4157 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z4304 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z4394 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
79209 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z7603 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z7933 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
78809 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
721123 Zebrafish AB Danio rerio STS genomic, sequence tagged site.
Z13214 Zebrafish AB Danio rerio STS genomic, sequence tagged site.

Z23564_1 Zebrafish AB Danio rerio STS genomic clone Z23564 5', sequence tagged site.
Z12022_1 Zebrafish AB Danio rerio STS genomic clone Z12022 5', sequence tagged site.
Z14205_1 Zebrafish AB Danio rerio STS genomic clone Z14205 5', sequence tagged site.
214263 _1 Zebrafish AB Danio rerio STS genomic clone Z14263 5', sequence tagged site.
Z14542_1 Zebrafish AB Danio rerio STS genomic clone Z14542 5', sequence tagged site.
214543 1 Zebrafish AB Danio rerio STS genomic clone Z14543 5', sequence tagged site.
Z14592_1 Zebrafish AB Danio rerio STS genomic clone Z14592 5', sequence tagged site.
Z14605_1 Zebrafish AB Danio rerio STS genomic clone Z14605 5', sequence tagged site.
Z14614_1 Zebrafish AB Danio rerio STS genomic clone Z14614 5', sequence tagged site.
214924 1 Zebrafish AB Danio rerio STS genomic clone Z14924 5', sequence tagged site.
Z14955_1 Zebrafish AB Danio rerio STS genomic clone Z14955 5', sequence tagged site.
214958 1 Zebrafish AB Danio rerio STS genomic clone Z14958 5', sequence tagged site.
Z15030_1 Zebrafish AB Danio rerio STS genomic clone Z15030 5', sequence tagged site.
Z15266_1 Zebrafish AB Danio rerio STS genomic clone Z15266 5', sequence tagged site.
Z15877_1 Zebrafish AB Danio rerio STS genomic clone Z15877 5', sequence tagged site.
Z15884_1 Zebrafish AB Danio rerio STS genomic clone Z15884 5', sequence tagged site.
Z17332_1 Zebrafish AB Danio rerio STS genomic clone Z17332 5', sequence tagged site.
724333 _1 Zebrafish AB Danio rerio STS genomic clone Z24333 5', sequence tagged site.
Z24356_1 Zebrafish AB Danio rerio STS genomic clone 224356 5', sequence tagged site.
224447 1 Zebrafish AB Danio rerio STS genomic clone Z24447 5', sequence tagged site.
Z25141_1 Zebrafish AB Danio rerio STS genomic clone 225141 5', sequence tagged site.
Z225466_1 Zebrafish AB Danio rerio STS genomic clone 225466 5', sequence tagged site.
725482 _1 Zebrafish AB Danio rerio STS genomic clone 225482 5', sequence tagged site.
Z25642_1 Zebrafish AB Danio rerio STS genomic clone Z25642 5', sequence tagged site.
2725723 1 Zebrafish AB Danio rerio STS genomic clone 225723 5', sequence tagged site.
Z26432_1 Zebrafish AB Danio rerio STS genomic clone Z26432 5', sequence tagged site.
726478 1 Zebrafish AB Danio rerio STS genomic clone 226478 5', sequence tagged site.
Z26487_1 Zebrafish AB Danio rerio STS genomic clone Z26487 5', sequence tagged site.
Z26681_1 Zebrafish AB Danio rerio STS genomic clone 226681 5', sequence tagged site.
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G47986 Z27040_1 Zebrafish AB Danio rerio STS genomic clone Z27040 5', sequence tagged site.
G47993 Z27056_1 Zebrafish AB Danio rerio STS genomic clone 227056 5', sequence tagged site.
U37434 Danio rerio L-isoaspartate (D-aspartate) O-methyltransferase (PCMT) mRNA, complete cds.
U49413 Danio rerio Zg09 gene, partial cds.

U57965 Danio rerio ribonucleotide reductase protein R2 class | mMRNA, complete cds.

u66872 Danio rerio enhancer of rudimentary homolog mRNA, complete cds.

U85091 Danio rerio transcriptional regulator Sox-11B (sox11B) mRNA, complete cds.

232814 B.rerio mRNA for platelet-derived growth factor receptor alpha.

7.2 Oligonucleotide probes for hybridisation on PAC filters

Oligo name Acc.-Nr. Oligo 1 Oligo 2
AA494580-35K AA494580 GATGTTACTCTGAAATGAAGGTGAGTTTGAGGAGG -
AA494720-35K AA494720 AAACGAGGCAAAGTCAGCATTCCAGTCCAGAACAG -
AA495459-35K AA495459 TGGGATGATGGTCCATTGATATAAACCCTCCAAAG -
AA497290-35K AA497290 GGGCTGCATAGTTCGGGGTGGATGTGACTGAAAAC -
AA566274-35K AA566274 AAGGCAAGCAATCACCCGTATCGAAGGGTTGGCTG -
AAB605655-35K AA605655 AAAACAGCCCCACCCAACACCATACACACAAAAAG -
AAB605749-35K AAB05749 AACATAGATAGAAACACATGGCAGTGGAAGCAATG -
AA605872-35K AAB05872 GTGTTAGTGTTTACTCCGTTGCCTGTTCTCTAATC -
AA605878-35K AAB05878 CTTCAGTTTAACTTGCGGTCACCCCCCAGGTTTTC -
AA605970-35K AAB05970 TCTGAGGCACGCTGGTTAAAACAAAAACAATGTAG -
AA606026-35K AAB06026 ATATACAGCACAAGGCACAGTACAAAGGCATACGG -
AA606160-35K AA606160 CGTCATTCAAATCCCAAATCGTCAGAAGTGGTTCG -
AAB58744-35K AAB58744 CACACGAGGTGGTGCAAGCAACGCTCTGTAGTTTC -
AF035481-35K AF035481 GCGTACTTGGATTTGGTGACTGAACTTCAGAGGCG -
AF101266-35K AF101266 TGTGGTACAAGGTCACGTGCACTTGTTTAAAGTTT -
AF132445-35K AF132445 TCAGTTATGGGACTCCCCAAATCCCCACTGAGCAC -
AF153446-35K AF153446 GTCGAGTCTTTACACATGACAAAGTCAAAAGTCGG -
AF287006-35K AF287006 TTTCAAGGAGGAAAATGGGTCCCGTGCGGCAAAGC -
Al105861-35K Al105861 TCTGGCTTTCTACAAAAGGGCAAGAAGGGGAAGAC -
AlI330373-35K AlI330373 ACTCAGGCAAAGGTCTTTCCGCCTTTTCCATGCAG -
AlI330393-35K AlI330393 GGCAAATCACTCAGGACAATTTATCTAAGGGTAGG -
AI330447-35K Al330447 GCTCGCTCTTCCTCATCCTCTTCCTCCTCTGCGTC -
Al330882-35K Al330882 TCCAACACTACCAGCCCACACGTCTGACCTCTGCC -
AI331220-35K AI331220 TACAATGTGCTGCCAGAACAAAGTGAAAAGTGAAC -
Al331267-35K Al331267 CACCTGTGGCAAAACTGAAACATAATTGTGTACTG -
AlI331300-35K Al331300 CCCAACAGACACCCTGGAACTTCTCCCCCAACCTC -
Al331454-35K Al331454 CACACTTGATGAAAACCATCCACAGAAACACTTTG -
AlI331733-35K AlI331733 AACCCTGTACGAGCACACGAGAGAGAGAACCAAAG -
Al332197-35K Al332197 CGTCTTGGTTTGACTTTTGTTTGGTGATCCACTTC -
AI353122-35K AI353122 GACTGCAGAATCACACAGTGAACATGACTGATCTG -
AlI353190-35K Al353190 TAGCCCTGTCTCGTTGAAATGGTGTTTCGGTCGTG -
Al353296-35K Al353296 GAGTCCTGGCTTCCCACAAAATGTCCACAAACCTG -
Al384155-35K Al384155 AATGTAAACGTCAGTGAACAGTTTCAGACCGACAG -
Al384463-35K Al384463 GAAAGCGATCTCAGTTCTCCAGAGGTTCACCTGCC -
Al384722-35K Al384722 GCGATCAGCTAAAAATCACAAGGGGCTGCAATATG -
Al396632-35K Al396632 TTCGCCCAACACAAAACACACACTCCTAAAAACGG -
AlI397130-35K Al397130 AGGAACAGTAAAACCATAATGCAGAGGAAATGGGC -
Al397323-35K Al397323 AAGAGAGAGTTAAAAGCAGCCTAATGGAAGCACAG -
Al397323-35K Al397323 GTACAACACGGGCTATATAAGTAAACAGCATTTCC -
Al397344-35K Al397344 AAGTGACTACAACACATACAGTACGGCACTTGTTC -
Al415835-35K Al415835 TTTGAGAATGGATATGGACAGTGGTCTCTCCAAAG -
Al415962-35K Al415962 TGGAAAACACAAGCTCACCATTGTCAAAAGGCAAC -
Al416203-35K Al416203 ACTTCAGGACTCGGGAGAACGAGCAGAGGCAGAAC -
Al437147-35K Al437147 TGGAACATGAAGTCAGTCTGCTCATTGATGAAATC -
Al437240-35K Al437240 GGAGAATGGTGCCCTTGTTGTCGGAGCTAACGCTG -
Al444373-35K Al444373 ACCAAGGAAATAGCAAGAGAATTGGAACGGCAAAG -
Al444425-35K Al444425 ATGAACCATCACAAGACAGAAAACACAGCAACGAC -
Al476962-35K Al476962 TGACTTGCTGTAGTGTTACAGTACAGTACAGTAGG -
Al477017-35K Al477017 AAACTCCTGTATTCTTCTGAGGAAACGTCCACTTG -
Al477315-35K Al477315 CAGAACAAACTGTATGAAAGAACTACACGACGCCC -
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Al477322-35K Al477322 ACGCCTCCTAGACACTCAAAATGCAACTTTCGCAG -
Al477411-35K Al477411 CACTTGTAATCTCTTTAAACATGCACGCACACAGG -
Al477511-35K Al477511 TACCATGACAATAGATCACCATGATGATGGCTAAC -
Al477647-35K Al477647 CTGTTTACTTCGATTATGACCTTGATCGGATTAAG -
Al496784-35K Al496784 CCAGTTGGCATCTCAATGGCTTTGAGCTTGCTGGC -
Al496899-35K Al496899  AAGTAACCACCAACAGCCTCCCTTGTTTCATTATG -
Al496901-35K Al496901 CCCCCTGTTTTAGATCAGCTCCTCATTTAAACGCC -
Al496926-35K Al496926 TGCATCATAGACAGCACTCTCTGTGTTTCTGTGCC -
Al497156-35K Al497156 CAAAAATAGGACTCCATCCAATTACCCACCAGGAC -
Al497198-35K Al497198  TGTTACACAATGGGTGGGGCATAAAAACATGACAG -
Al497292-35K Al497292 TGTGGTAGGCTTCACAGTGGTTTGTAAGGATGCCG -
Al497432-35K Al497432 TAACTCATTTCCTTTGCTACAAAACGCAGATGGTC -
Al497546-35K Al497546 CATTCCTCAATCCTCCTTAATGTACTTGTGAATCC -
Al497564-35K Al497564 GAACAGTGATGGGGAGATGAATATCCCTTTTTGAC -
Al522382-35K Al1522382 TCAAAAGCATAGAGCACATTCGTACTTCAAAGACC -
Al1522388-35K Al1522388 CAAACATGCGAAAGGAAACGAGATGAATCACACAC -
Al522518-35K Al522518  ACAGAATGCTAAAGAGCCGAATGATTTTACGATCC -

Al1522694-35K Al522694 ATGACCATCGGGACTTGCGTATGAATCTTTTACTG -
Al522745-35K Al522745 CTGCTAATGCTCACATTGATTTTAATCTTGCTCGG -
Al544464-35K Al544464 CGAAGATCAGCTTGGCGTTGGGAGGAATTTTGGCG -
Al544468-35K Al544468 AAAAACAAGAGGAAGGTAGCGATGTAGTGTCATGG -
Al544488-35K Al544488  AACCAACAAAGCAGGGCATAAAACAATTAAGGCAG -
Al544597-35K Al544597 GAGGTGAGGCTCATGCTACTGGTAAATAACATTCC -
Al544651-35K Al544651 ATTACAAACCTTACCATTATGTTGGGAGTGCAGTG -
Al544813-35K Al544813 TATTTTGTCGTGCATGTTGACAGCAGTGGTGATGG -
Al1544997-35K Al1544997 GAGAAATGCCCCTTGATGCCCTAAGGTCCTAGCTG -
Al545012-35K Al545012 GTAAACATCGTCACACATCCATCAGCCGACAAATC -
Al545014-35K Al545014 GTCATAAAACGAGTGCAAGTTGACTTGAAATGACC -
Al545038-35K Al545038 GGATGCAGCTTGGTTGAGTGTGGTCCTGAAAAATC -
Al545120-35K Al545120 CTGCTTAAAAGAGAAAGCTCCTGAGGATTGACTGC -
Al545472-35K Al545472 TACTGGCATTTAGTGCATGTGCAGAGCTAGATAAG -
Al545536-35K Al545536 GAGTTATGTTGAGAAGCAGCATGGTTGCTCAGTGG -
Al545545-35K Al545545 CTTCCCTTCACCGATACAACCAATATCAATAAGGC -
Al545711-35K Al545711 CTTGAATCATGGCAGACGCCAAGCCGCCCTCTGAC -
Al546038-35K Al546038 GGACATGCAAACAGGCATTCAGTACAACCTGAAAG -
Al1558282-35K Al1558282 CTAGAGGACTAATAGAAATCCATGAGCCATTCACC -
Al558314-35K Al558314 CTGCCAAAAGACTTCAGTTCAAGCAAAGAACAATG -
Al558899-35K AI558899  ATCATCTCTTCAAATGGAAGATAGAGCCTTCTGTG -
Al584258-35K Al584258 CACAGAGAAGGCACAGGTGTTTGTGGGCATCCAGC -
Al584327-35K Al584327 GTCTAGGTAAATGACCATACAGTTTCTCAACTGGG -

Al584331-35K Al1584331 CCTTTGCTCAGCATTTGCTTTGCAGTTATCTGAAG -
Al584393-35K Al584393 GGGGGAGTGTCTTGAGATTCCATGCGAACATATTC -
Al584586-35K Al584586 n.a. -

Al584766-35K Al584766 CGAACCAAGGCAGTGAGACAGAGCTGATTCTGGAG -
AlI585077-35K AlI585077 TTTCCTCATTCAAACTCTTCAACAGACCCAACACC -
Al1588128-35K Al588128 TCTGTTCTGACGACACATCGACTTATACTTATCCC -
Al588328-35K AI588328  ATTACAGGATCGACCGATGACTAAGTGCCCGCTTC -
Al588368-35K Al588368  ACCCACTGCCACGTACACTTTGGGAACATTTTGCC -
Al588388-35K Al588388 TTCCACCATACAAACAGTTCACAACATTCAAGCCC -
Al588482-35K Al588482  AGGGATAATGGGAATGTAAGAGTTCGACACTAGCC -
Al588546-35K Al588546 CAGTCATTTCCAGTGTAGACATGGCATAAATGTTC -
Al601313-35K Al601313 CAGAACAAACTGTGTGAAAGAACTACACGACGCCC -

Al601443-35K Al601443  TCATCCCATCAGGTCTACAGATCACAGCACTGTCG -
Al601449-35K Al601449 GTCCTCTAACGCTCGCTGAACGTAAAAGCTCTATG -
Al601824-35K Al601824  AGGAACAGTAAAACCATAATGCAGAGGAAATGGGC -
Al617548-35K Al617548 CTCATAACTGACATTTTGGCAGCATGGCAGGCGGG -
Al626329-35K Al626329  TGACTGACTTTTTTCGTCACACCTGTAATTCACAC -
Al626609-35K Al626609 GGAGCGAGAGATCACAGCCTTGGCTTTGGGGTTTG -
Al629274-35K Al629274 GCACCCCATACCAGTTTCGCTTGCATGGACCAGGC -
Al641033-35K Al641033  TCACCTCAGAGGGGTATTACATCATTTAATGACAC -
Al641265-35K Al641265 GCTGGACACTAGCAAACAAACCCTCCAACGCAAAC -
Al641428-35K Al641428 GGTCAAAAGCAGAGGACCAATTTCGAGTATGGGAG -
Al641589-35K Al641589  TTCCGTCAGGAGATACACTTCACTCACACAAACCC -
Al641655-35K Al641655 GGCACTACGCCGCTGTAGTTACAACTGGAAAAATC -
Al641705-35K Al641705  AGGCTGTAAAACCCCTCACTGCACACACATTACAC -
Al657699-35K AI657699  TGTTGGAGCGAGGGACGGGGTTTGGGAAGCCTTTG -
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Al657765-35K Al657765 TCTTACACTTTCATTGCGTTCCTGCCTGTTCGCTC -
Al657956-35K Al657956 CTATTGTAGGCAGTGGTTGCAGGCTTTCAGCTTTC -
Al658298-35K Al658298  AAAGCCTCATTGAGAAGCCTTCAGTAGAGTCAGCC -
Al658337-35K Al658337 CATTCCTGCAAAGGTCGATTTCCACCTGGTCCAAC -
Al666944-35K Al666944 CTCCCGTGTTTTGTCCTGATGGTCTGTGTTGACTG -
Al667151-35K Al667151 GAAATCCAAACGTGCTGACAGAAGAGCTGCATGTG -
Al667152-35K Al667152 GCACATTCTGCCAGCTAAAATGAGCAATTCGTCCC -
Al667344-35K Al667344 TTAACAGTTGTGACTTCACCATTTGTGCCTTCACC -
Al667356-35K Al667356 TCCAAGTGCTGATTGTGTCTCTTTCCCAGGGTTAG -
Al667400-35K Al667400  ATGACACAATATAAAAGAGATCAAGGGTGGGGGGG -
Al667501-35K Al667501 CCCAAAAGGGTATATGCAGAGCTAGTGTTTCTTCC -
Al721476-35K Al721476 CCTTCAACGGACAGATAGGGCACACTTGTGGCACC -
Al721569-35K Al721569 TTCTACAAAGATTGGTGGGAGGGAGCGAGGGTGAG -
Al721687-35K Al721687 GCTTCCTTCGGAGACGTTTTTGGAAACATTCACAC -
Al721928-35K Al721928  AGCCCGTAATACTCGACTGCATGGATTTCCCAAAG -
Al722296-35K Al722296 GCCTATACAACTTCAAATAAACCTACAAGCAACTC -
Al722359-35K Al722359 GGACTGAGTTCTACCACTTGAGGAGAGGCTTTCCC -
Al723159-35K Al723159 CACCACAGTAACTTGTCCACTAGACACCACGGCAG -
Al793363-35K Al793363 ATGGTTTACACGTTGTGTTACAACTGTCTGCATGG -
Al793422-35K Al793422 CGGCATTTACACAGAAACTGCTTGTCAAATAACAC -
Al793475-35K Al793475 CGTCCATCTGATGAAGCAGACAAGTGAAATACGGG -
Al793480-35K Al793480 GGCAAACTGTTTATACAGATGGAATCCCCTCCGTC -
Al793681-35K Al793681 CTTCAGTGAAGTGTCCATTGGCTTCGATGTCCAAG -
Al793969-35K Al793969  TAGGACCAAACGCTGCCCCATGTTTCCTTTTATTC -
Al794511-35K Al794511 GTGCCCGTGCTTCGCATCACAGTTGTCTTCCCGAG -
Al877504-35K Al877504 TTCAGCAACAACTCCTCGGATGGCTGTGACCTGGC -
Al877511-35K Al877511 GCCTGTTCTGTTGATGGATGTCTTTCGAGTCCGTG -
Al877788-35K AlB77788 GACCTTGACACAAAATATGCTGGACTGCTCAGTGG -
Al878045-35K Al878045 CCGCTGGGGGCACTTTTTCGTATCTGAAATGTCTC -
Al878156-35K Al878156 AATCTGCATTATCGGCTCTGGCAACTGGGGTTCTG -
Al878190-35K AlI878190 CATCCACAGGCATTATAAATGAACGGAAATTCAGC -
Al878431-35K Al878431 CTTGTAAGGCACTTTAGCATTGGCTCCGAAATGAC -
Al878445-35K Al878445 GAAGAGGAACGGCTGCTGTTTGCCTTCACGTTGAG -
Al878490-35K Al878490 GATTGGAAATAATGCCCACAAGAGTGGCTTAATGC -
Al878549-35K Al878549  AAGGAGGGAACTGCTGGCTTTGAAAGAGGAAGAAC -
Al882908-35K Al882908 ATGCGTTACTCCTCACGGCTGTGGCAGCAGGTGTC -
Al883270-35K Al883270 GAGACGGGCTATGCTCTGACCTCTCTATTGCCTGC -
Al883356-35K Al883356  ATGTGAGGAACGGAGGACAGGGAGAGCAAGAGAGG -
Al883979-35K AlI883979  TCTCGGACTCTACAAAATGGAAAACCTCAGTTGGG -
Al884180-35K Al884180 CGTTCTCTACATTTAGGACCATGTTACTCCAATAC -
Al884300-35K Al884300 CGTCTCTCATGGAGCTACATCAGTTACTGTTTTAC -
Al943021-35K Al943021 TCCGAACAGCAAACTCTCATTTGTCTCAGTCTCCG -
Al943121-35K Al943121 CAAACCAGAGAGAAATGTGTGAAGGGGAAGGGAGG -
Al943246-35K Al943246 CACCTAATTGCAGAGTAAAGTTCATAACTACACCG -
Al957494-35K Al957494  ATGCAAGAGCAGACACACAAGGCAATTACAAGGAC -
Al957536-35K Al957536 TTAAAACGCCCCCGTCTGGCACTGTGGAGCAGTAG -
Al957609-35K Al957609 GGTGACTGCCCGTTTGTCCAAGTGGAAATCGTTAC -
Al957729-35K Al957729 TTGCAGAGAGCAGAATGCGTTACTGTATGATGGTC -
Al959532-35K Al959532 GTGCTTATGCTCCACAACTCAGATGTAAATGTCAG -
Al959609-35K Al959609 TCTCATCTTCATTCACAGTCTTGCATGAACCCAAC -
Al959629-35K Al959629 GAGTCCCTGACCCAGCCACAGTACATTATCTGCAC -
Al965310-35K Al965310 CTCAGATCAGGGAACTTGACCGTGTTGGATGCGAC -
AW019272-35K AW019272 TAACATTTAGCCAATAATAGCAGGGGGCGTTTACC -
AW019490-35K AW019490 GCAGACAAGGAGCCATAGATTACAGATACAGAACG -
AW058875-35K AW058875 CGGGTAAACACAAGCTAGTTGAGCACAGAGAGTCC -
AW076961-35K AW076961 CTCGGTTGCTCTCTTTTCTCTCCCAAGTGTGGTGC -
AWO077137-35K AWO077137 ACACCGCAAGCACAATCCACAGCATGGAGTATAAG -
AWO077331-35K AW077331 GGTTTATTCCATTCCATGTTGAAGACGAACACCAC -
AWO077337-35K AW077337 TGCAGCTCAAGCAGAAGCGTCTCTCCTTCAGAGCC -
AW077433-35K AWQ077433 AGCACAGTAGCATTGGGACGTTACTCTTCAGCACC -
AWO077459-35K AWO077459 AAACCACTGAGTCCACGTCAGAGTCTGGCTTAATG -
AWO077476-35K AWQ77476 CCACCATCTGAACCAGCTCAACCTCAGAGAAGCCC -
AWO077609-35K AW077609 TGATTAGTTGCTCTCTAACAGATGCCTCACTGCCC -
AWO077758-35K AWO077758 CAGTCAGTAGAATGTCCGCCCCCTTTTTCGACCCG -
AW115729-35K AW115729 CCTGGCATTCAGTGGAAGACAGAAACTGAGCAAAC -
AW115793-35K AW115793 GGGGGGAAACTCTTTGGTTCGGATAGTGAGGGGGC -
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AW115873-35K
AW116331-35K
AW116694-35K
AW128231-35K
AW128366-35K
AW128464-35K
AW153974-35K
AW153984-35K
AW153992-35K
AW154321-35K
AW154406-35K
AW154500-35K
AW154505-35K
AW165132-35K
AW165201-35K
AW170810-35K
AW171138-35K
AW171263-35K
AW173892-35K
AW173950-35K
AW174879-35K
AW174898-35K
AW174998-35K
AW175481-35K
AW184567-35K
AW184594-35K
AW202791-35K
AW203029-35K
AW232079-35K
AW232161-35K
AW232178-35K
AW232238-35K
AW232364-35K
AW232835-35K
AW233538-35K
AW233636-35K
AW233702-35K
AW279617-35K
AW279655-35K
AW279725-35K
AW279774-35K
AW279848-35K
AW279897-35K
AW280013-35K
AW280067-35K
AW280139-35K
AW280200-35K
AW281692-35K
AW281774-35K
AW281877-35K
AW281900-35K
AW281997-35K
AW282047-35K
AW305462-35K
AW342781-35K
AW342828-35K
AW344264-35K
AW420686-35K
AW420776-35K
AW420788-35K
AW420851-35K
AW510095-35K
AW567027-35K
AW567317-35K
AW567505-35K
D49971-35K

AW115873
AW116331
AW116694
AW128231
AW128366
AW128464
AW153974
AW153984
AW153992
AW154321
AW154406
AW154500
AW154505
AW165132
AW165201
AW170810
AW171138
AW171263
AW173892
AW173950
AW174879
AW174898
AW174998
AW175481
AW184567
AW184594
AW202791
AW203029
AW232079
AW232161
AW232178
AW232238
AW232364
AW232835
AW233538
AW233636
AW233702
AW279617
AW279655
AW279725
AW279774
AW279848
AW279897
AW280013
AW280067
AW280139
AW280200
AW281692
AW281774
AW281877
AW281900
AW281997
AW282047
AW305462
AW342781
AW342828
AW344264
AW420686
AWA420776
AW420788
AW420851
AW510095
AW567027
AW567317
AW567505
D49971

CAGGCTCACATTTATCATGGCAATCAACGTCATTC
ATGGTATATATGCACTTGAGCCGTGCTGTCAGTTG
ACAGGTGCATTTTGCATCCAAGAGACATTCCCGAG
TCATTCGGTTGTGTAAATAGAAAAACTACCCCCCC
CACTCGTTTCTATCCCCGTCACCTATTGACCACCC
TAATGAGTTTCTGTGTTGGGCTCACATATTGACCG
AGCCAGACTTCAGTCCACAGAACCATCCATCATCG
TGGCGGACGGGCTACCTTTCGTCTAAATAAATTAC
TCTGCCGCTGTTAATTCGTGATCTCGGAAACGGTC
TCCTCGACTTAGCCATCACACTGCTCGCAAAGTCC
CGCACAACAACCACATCTCGCTTTACCAATTCCAG
CGGTCATTAGCCACATGGTCTGCGAACTTTGTTTC
TACTGGTTAGGTTTAGGGAAGGGGGTGAGAGGGGG
TGGTGCGTGTATGTTTATTCAAGCAGACAAACAGC
AATCCAGATGGTTCCACTCGGGTGTGTGTGGGGTC
CCAGAATGGAAGAAAGCAGAAGCTGGATAAGAGCG
ACGGTTGTTGTCTCAGAATAAACCCTTCAGTCCGC
CTACCATCCTGCTCTATTTGGACTTCTGCTAACCC
CTGTCCTCCATCAGAGCCGTCATCAAACGCACGTC
GTTTACCGTACTCGGACTCATCGCTCTCTTCCTCG
GGTTCCGTGTGCTTTTGCTCTCGCTCTCACTGTTG
ATTTCACTTGGGACAGCAACGACAACACAACAGGC
GTGGAGGAGTCGCTGTGAGAACAAGGATCTGCAAC
AGAGCAACAGGAACAGTTTCTGGGAGAAGGAAAGG
GGACACGAAAAACAGGAAAACGCAGCAGTGCGAGG
CATCAAGGGAGGAAACACCAGCAGCACTGTCAGCC
GGCTCAGGAAGACCCTCTTCTGCCTTTCTCTGAAC
CTTCAGGAAGCAAGCACGATAAAGCAAAGCGGAGC
TGGACCGTCAGACTCCGTGAAGGAAAACACTAGCG
ATTCACACAGCATTCCCACGTTTTCATTTTCAGGC
GTGACAGTCATTTTAGGCAATAAAAGCATAACCCC
AAAGAGAAGAGCGTTCTCATCTTAGGGGCTGTCCG
AATGGAGCTACACTGACGCTGGTTAAGTTTAACAC
CAGGAAGGCACTGTTCGCATTTTTACATCCATCGC
TGCCACTACCGTTTGGGTGGAGTGTATGTTCCTTG
CCTGTGAAACTTAAAAGCGGTACAGTCGCAAATTC
TTGTTGAAAAGCACACTGCAAAGTAGCACAAAGGG
AAACTTCACAAGTGAGCAAGAGCCATCGAGTCAGC
AGGATACACGAAACGCTTATGGCGGTCAAGAGATG
ACAGTAGTCATTAGGGATGATCGAACCATCAGGCG
ACACAACAAAGCATCCAGTACCTTTTCTCCCCAAG
GCTACAAAATGTCAACCACTTCACAGACTGACAGG
GTGGAAAAGAGGCTCGGTGTGATTTGTGCAGTTTG
TGTTTCCATCCCTTCGCACGGCTTCTTTAAGTCAC
GCTGGTAAGGTATGTTTTGATGCTGGTCTTGCTGG
CACCCTAATCAATCAGTTCCACACAACAAACAACC
CCCAAGTCTTGTGTGCCGTCTTAGAGAGGCTCCAG
CCTTGAGAAATGTCAACTTTTTGCCCCGCTAAATC
CTGTGAGAAGATTGCTGAATAAAGCGAGAGGGGCG
AAGGACTGCAAGGAAGGACAGAACAATGTGTGTGG
GCGGGGCTACACCAGGTCATGTGATTATAAGGAAG
AGGCTAGGATGTGACCCGCTTGCGATGCCAGGTTG
AAGTGATGAGGTTTGGGAGTGAGGCATGTAGGAAC
TTACGATGAGGATTTCCACACTTCTGTCGCCGCTG
GAGCACCACACACCCTACAAGATTTCACCAATTCC
ATGCACAACCCTGAAATTTAAAGCATCACTCGCAC
TGCTGGGATTTTGCTTCATCTGGCAAAGCGTCCTC
CATCCATGCAGTTAAACATTTATGATCCCACAGCC
TACAGTGAAGTTTAGCAGCTCACTCCCTTCCACAG
GCCACTTTAGGCTTGCTAGGTTTGGGCTTCTTGTC
GACCAACTTGGGCTCTTCCCTCATACTGGATGCCG
CACCAGCATCAGCATATCAAACACTAACCATCCCC
AGAGCAAATCCTGCTGCCTTAATTTCTTCAAGTTG
CAGAAGTTTATCTCCCTCACTTTAGACGAACAGAC
TGGTGATGGTGAACTGTATATCCCAGAGTTTCAGC
CATGAGGAACTTAGGAGACGACGGGAACGCAGACC
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PUC-M77789-35K
PUC-OV
U37434-35K
U49413-35K
U57965-35K
U66872-35K
U85091-35K
Z10056-0V
Z10177-35K
Z10177-OV
Z10452-35K
210452-0V
Z10756-35K
Z10756-35k
Z10756-0V
Z10901-35K
Z11047-35K
Z11841-OV
212022-35K
Z213214-35K
Z13453-35K
213626-35K
Z213672-35K
Z213678-35K
Z13867-0V
Z14205-35K
Z214263-35K
214542-35K
Z14543-35K
214592-35K
Z14605-35K
Z14614-35K
214924-35K
Z14955-35K
214958-35K
Z15030-35K
215266-35K
Z215877-35K
215884-35K
Z17204-0V
Z217332-35K
Z20046-0V
Z220538-0V
Z720582-0V
Z20719-0V
Z21067-35K
Z221123-35K
Z21170-35K
Z21401-35K
Z21485-35K
222041-0V
722144-0V
222659-35K
222926-35K
223564-35K
Z724333-35K
224356-35K
Z724447-35K
225141-35K
Z25466-35K
Z25482-35K
725642-35K
225723-35K
Z726432-35K
Z26478-35K
Z726487-35K

U37434
U49413
U57965
u66872
U85091
G39744
G39759
G39759
G39795
G39795
G39826
(G39826
G39826
G39840
G39861
G39962
G46483
G41824
G40025
G40047
G40056
G40058
G40081
G46539
G46567
G46705
G46706
G46734
G46739
G46746
G46893
G46909
G46911
G46941
G47012
G47203
G47207
G39208
G47224
G40149
G40181
G40185
G40198
G40220
G41739
G40231
G40247
G40257
G40286
G39446
G39505
G39526
G45446
G47399
G47408
G47445
G47522
G47604
G47608
G47647
G47666
G47884
G47902
G47906

ACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGC
GCGCAGCGAGTCAGTGAGCGAGGAAGC
CTGAATCCAGCCTGTTATTAAAACATAACTCACCG
GAAGAAGGCTTTGCTGTTTCATGCGGTGGCTTGGG
AAGACTCAATCTGAGTGCTTCAACGGACACTTAAC
CCCAACTTTTGTCCTCTGTGTTGTTAAAGGTTTTG
CTGGCACATTCTCCAATTTTGCCTGTACCTAATAC
TTGCAATGTGTATGCTGTCAAA
GGATGCTCCATTATCATGTGATGCTCAGAGCTGTT
GGATGCTCCATTATCATGTGATGC
GAGTTTCTGCATCAGCGTTCAGCTCATCATGGGAA
GAGTTTCTGCATCAGCGTTCAGCT
CCGTATTAGGAGCAAAAGTTCCGTCAGTCACCGAG
TATCTCAGGTACACCGATACTCCGGGACGCTTTCA
AAAAGTTCCGTCAGTCACCG
GCCTCTCAATGCATTCCTACAGTCTCTGTGCACTT
GTTCCTGACCTGTGATTACTGCAGTGAACTCAGCA
TTCTGTCACCTGCAGTTTGC
ATGATCTCCACGATCCTCCTGATGTCTGAGAGCTG
ATGCAGCATATGCCCTTACAGTTGCAACCATGTTC
TTCTGTTCTGCCTCAGTTCTGGTGAAGCAGCAGGA
CAGAGAAGAAAAGAAGAACTACGCAGAGCAAGGTG
CAGCTCAGCCAATATGCTGTCTGACAGCTAGCTTC
AAGAGTGAGTACACCCATCCTACTCTCTGCCAATA
GTGTGCTGGAAAGCCAACAGTTCG
ATACGTCATAGAGCAGAGTGGAGAGCGTTTACTTC
AAACAACTGAGAACTACCCATTTAGCCTTGGTATC
CTGTGTGCCTCTCTATACTTTAGTTTGGAGTTTTG
CGTTGCGTTTCACACACCGCTCTTCCTTTCTAATC
GATATGTTCAACCTGTAGGGAGGTGTGTGAGAGTC
CTGAAGCCGCCTGAAGTATTGTGCCTCCCTCATCC
CAGTGATGTCCATGTTTTGGCTGAACTTGCTGGTG
CCTATGTTTTACAACTGTCTACCTAACTCTGTGCC
CAGATGTGGAGTTAATGTGTCAGGCTTATCGCTGG
GTGCCTTCACTTACCCACAGTCCTCTGGTGGCGTC
CTTCATTAGCCACCTTTCATATCGCAGTCGCCCCC
n.a.
GTGGGCAACAAATCAAAACAATTCTCCAAACAGTC
TGGGAGTGCAGTGAGTGCAGTCATGTTTTGTGCAG
CAGTGTGCTGGAAAGACATGCTCA
AGTCCTGCCTGTCTGTAAGAGTTGAATTAGAGAAG
AACCAATATGTCATGGCATCC
AAGTCCTGCCCTTCTTCACTTCAT
GCGTGTTAGGACAGAATGTTCAGC
TGTGCTGGAAAGACAGGGTTTGGT
AGCGGCGTCTTCTTTATCCTCTTCAGGTTATGTGA
AACACTGGCAGGATGTTTACCGTGCGTCTTCATTG
AATTTGGACATGCCGCGAACCTTCCATGGAGCAAG
CCCTTGAGCTGGAAATTCTGAAACAAAGACAGGCG
CGTACAGTGAGCGTTACGGTTAACAGAGGAAAGTA
GCGGAAGACGGTTATTGAAA
TGTGGCTCTGCAGAATCAAG
ACCATCATGCCCTTGAGCAAAGTGCTTAACCCCAG
TTGGAGGCACTTTACGCACAAGGATACCGGGACTA
TTCATCTGAAGGCTGCCTGCATGTTTTGTCCTTAG
GTCTGTATGAGAGCGAAGACCTGCTGGAGCACCAC
CTCATCCTGCTGCTTCACCAGAACTGAGGCAGAAC
CACTGGAGCTGATCTGGGTGGAGGAGTACAGGAGG
n.a.
AAGCCAAGACACGTCACAGCAAAACCAGTGTGAAG
TCCACTAGAGGTCGCCTTCATCTATCCATCAGGAG
TCCACAGCCTGAAGCATCTCATAAAACGCCACTCC
GCCCGACACAACCGTGACAAATTCGCTGAAAGAGG
CACAGATCAATCCTGTCTTGTAGATAAAATTGCCC
GAATAACCCTGGAAGACCACTGGAAAATCCTCCAC
GCAGCTCTGTGCATCAAAGGGTAAAGATGACCTTC

GCGTATTGGGCGCTCTTCCGCTTCCT

CTGTCAAACTTTCGTTTCTGAATTTGCA

TCAGCAACAGCTCTGAGCATCACA

GCAGATTCCCATGATGAGCTGAAC
ATACGCTGAGTACGCGACCT

CAGTTTGCTCAGCGCTCACCTCTGTGAA

CAGTTCACCCCCAAAATGAGCATG
CATTCTCTGNCAAACTTGTGCGGATGCC
GTGCTGTGGACAAGGAATGAAGTG
GAGTCTCCTTCTGTGAGCTGAACA
GGCCATTAGATTGGAGACCAAACC

AATCCAAANGTCTGCATGCATTTTCAAT
AGAATCAAGGGGTTCTCACCCGTCCGGT
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Z726681-35K
Z27040-35K
Z27056-35K
Z3211-0V
732814-35K
23824-0V
Z3964-0V
Z4157-35K
Z74304-35K
Z4329-0V
Z4394-35K
Z2536-35K
Z26357-35K
26425-35K
26804-0V
Z26973-35K
Z7158-0V
Z7171-OV
Z7568-35K
Z7603-35K
Z7803-35K
Z7933-35K
Z8150-35K
Z78164-35K
Z8219-35K
Z8706-35K
Z8809-35K
Z8976-35K
Z9209-35K
Z9334-0V
Z9343-35K
Z9708-0V
Z9729-35K
Z9794-35K
Z9959-35K
79962-35K

G47974
G47986
G47993
G40332
732814
G41467
G40351
G41480
G41502
G40358
G41514
G41408
G40426
G40436
G40469
G40487
G40512
G40514
G40573
G41665
G41158
G41671
G39715
G40628
G41163
G40679
G41687
G40712
G41633
G41180
G40770
G40829
G41189
G40841
G40869
G40870

CACCAGGAACATGGTTGAGAAACACTGCTGTAAAC
TGCTGATAGCAGGACCTGTGTGAGACACTCCAACC
n.a.

GAGGTGAGAGCCAAGAGCC
CCAAGACCAACGAAGAGGAGATTTATCTTTCTGTG
CCGCTTAGATGTGCATTATCCC
GCCATTTTTCTTGCTGCAATCA
GTCAAACACGTAAACTAGGAGAACGTTTTTCTCTC
TATGACTGCTGCTGTGCCATGATGGGACAGAATAT
GCCTCCAGACAGAATGCAGC
ATCAGCGGTCTGAAATTAATCGGCACACTCCTCCT
GCCTTGTTGCTTTGGAGTGGAAAGTTGATGGAAAT
GAAAGCTCAGAAGGCAAAAAGGGGCCAACCCGGTA
GATTTTGGAGGGAAGGAGTAAGTGGATTGAAGGGG
ATGTGGGAATACCTGGACCA
ACACAGCAGACGAAGAACACACACTACTGATGACC
TGACATTCCTAGTCCATGTTCA
TTCTGGACATATGGAGCCTCTT
TTAGTCGACAAACGGCCGCTATAGTATGAAGTGGA
AGAGTCGAGACTTGCTCTTAGTGGGCTGTTCAGGA
CATGTGGAAAGCTCTCACTTGTAGAACTGTCCTAG
AAAAGGATCCCACTACCGGCCCTGCCTGAACCGAA
CGCTCAGCTCTTGTTTCTTTCTCCAGATTTCAGAC
GCACCTCGCTCAAGTATGAGTACCCGTCCTGTACA
AACACACGCACTGAACACAGAGTGTAAAAGCACA
AGTGATGCATGCTGGGAACTGGAGTCCTGCTGGGA
GAAGACGATGTCGAAGCAACCATGACTGAGAAGAG
AGTGAAAGCAGCAGTGTTAGTGGGCGTGAGACATC
TCCCGCACTTGGATTATGCTTCACCTTTTATCCCG
AGTCTAGAGCGCCATCTACTGG
TGTGCTGGAAAGTGCTCAGGAATCTGGAGCCTGTC
GAGCGGCAAGTATGTGGATT
ATAGACCCCGAGTACTGTAACCAGCCCCTGAGAAC
TGTCTCCCTGTGATAGGCCAAATGAATAAGCTCCA
CACCACCACACCATTACACTACACTTACTGAGAGC
GTAAAGCTTCCCTCACAGCTGAGCATCTGCATCGC

7.3  Primers for radiation hybrid mapping

marker
cluster_10
cluster_2
cluster_20
cluster_4
cluster_58
cluster_6
ICRFp524A0118
ICRFp524A0217
ICRFp524A1516
ICRFp524A2417
ICRFp524B01113
ICRFp524B0117
ICRFp524B2217
ICRFp524C0116
ICRFp524C0417
ICRFp524C1016
ICRFp524C1016
ICRFp524C226
ICRFp524C2416
ICRFp524D1482
ICRFp524D2316
ICRFp524D2476

primer name

primer sequence 1
CAATAGGATTCGTTTGTGTAATT
TTGCAATATCTTGAGCACAGGAA
GAGGATATGAGCAGATCTGCTGA
TAAAACAAAAACTGCAAGCAGAT
AGCCCACACATGAATCATTACAT
AGTAGGGGTGGAAGGGGGGCTCT

ATGAGTCAGACCGGAGTTCACGGCTCTT
ATTATCCCTTACTTTGTAATTATATAAG
TGCAATCATGACATTACTAGGAACTATT

TTTCTTTCTTTATTTATTGTGCTGCATT
TTTTACTGTCCTTATAGGGAATGTGGGA
CATGTTCAGAGGAGTTTTTTCTTAAAGT
AGCCTCTTAATCAGTAAAAGCAGTATAA

TGGCGCTCTAGACTAGTTTTACCAGCAG

TGTGGATTGATGAAGCGATACTGTACAT

primer sequence 2
AAACACCACAGACACTCACTCA
GCAAGATGGGCCTGGTCAGCTGT
GGTATTGATATTGGAACATTTAA
CAGAGACATGTGCAGAGGGGAAC
CTCCACCACACAGAAAACCATTA
CGACAAGAAAATAAATGAATGAA
tgggtgccatacttttctce

zfls_18A1 gccatcacatcctttccact
ICRFp524A0217 ggcttgaacacatacacgca

zfls_16A15 aaaggctacagaattttatcttatcca
ICRFp524A2417 TTTTACTCCATACTTCCTTTATCTCCA
zfls_113B1 tgttgcacatcgctttattg
ICRFp524B0117 ttgatcactatggcttcatttattc
ICRFp524B2217 GAGGGGTGGGTCTTTTGAA
ICRFp524C0116 GAAGCAAAGTGTGCTCATCCT
ICRFp524C0417 CAAGTGAAAGAAAACCGATGC
ICRFp524C1016 CATGCATGTTTTAATGCTGAGAA
zfls_16C10 gcaggtttctatacgcgctc

zfls_6C22 caacaaatcgcaggctacaa

zfls_16C24 caaaacatggagggttggtaa
zfls_82D14 cccagatgcagaaagcaaa

zfls_16D23 cacccataatttgcattcca

zfls_76D24 taaagagagaaaggagtgggga

agtgatgcgagtgttcgatg
ttcgacgtggacagaactga
GCACTAGGAAAACAGAGAAGAGG
tagcattatggggccaatgt
catgtgtgaacaatagattgcct
CGCTGTAAAAACCGAATCGT
GAAGCAGCAGGATGGTTTTC
TTAGTTTTGTGAGTTTTTCTTTGC
AAAATTCCAGGGCTTTTAATG
tgggctaatagcactgagca
aaatgttccaaagggtttgc
gagctgcaggagaatacagga
tgagggttttgtgctgagtg
gtgccttgtaggcatectgt
ttctcagtgggaatggagga
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ICRFp524E0532
ICRFp524E0716
ICRFp524F0127
ICRFp524F0512
ICRFp524F0916
ICRFp524F 1257
ICRFp524F2112
ICRFp524G0525
ICRFp524G0916
ICRFp524H089
ICRFp524H1311
ICRFp524H1811
ICRFp524H2317
ICRFp524H2328
ICRFp5241095
ICRFp52411925
ICRFp52412315
ICRFp524J1472
ICRFp524K04122
ICRFp524K1317
ICRFp524K2419
ICRFp524L2157
ICRFp524M0116
ICRFp524M056
ICRFp524M0729
ICRFp524M0948
ICRFp524M1095
ICRFp524N0215
ICRFp524N0565
ICRFp524N0815
ICRFp524N1523
ICRFp524N1825
ICRFp524N2015
ICRFp524N212
ICRFp52400515
ICRFp52401915
ICRFp524P03143
ICRFp524P0316
ICRFp524P1017
ICRFp524P 1488
MMA_AB25C1
MPMGp532D023
MPMGp532D037
MPMGp532E0446
MPMGp532F2310
MPMGp532H0121
MPMGp532K 1540
MPMGp532L.0213
MPMGp532L112
MPMGp532M184
MPMGp532N0518
MPMGp53200430
MPMGp567_M072
MPMGp567A1511
MPMGp567B1710
MPMGp567B2216
MPMGp567B2366
MPMGp567C0316
MPMGp567C0789
MPMGp567C1616
MPMGp567C232
MPMGp567D0911
MPMGp567E0716
MPMGp567G072
MPMGp567G222
MPMGp567H012

zfls_32E5
ICRFp524E0716
ICRFp524F0127
zfls_12F5
ICRFp524F0916
zfls_57F12
zfls_12F21
zfls_25G5
ICRFp524G0916
zfls_9H8
zfls_11H13
zfls_11H18
ICRFp524H2317
zfls_28H23
zfls_519
zfls_25119
ICRFp52412315
zfls_72J14
zfls_122K4
ICRFp524K1317
zfls_19K24
zfls_571L21
ICRFp524M0116
zfls_6M5
ICRFp524M0729
zfls_48M9
zfls_571L21
ICRFp524N0215
zfls_B65N5
ICRFp524N0815
zfls_23N15
zfls_25N18
ICRFp524N2015
zfls_2N21
ICRFp52400515
zfls_1509
zfls_143P3
ICRFp524P0316
ICRFp524P1017
zfls_88P14
MMA_AB25C1
zfliv_3D2
zfliv_7D3
zfliv_46E4
zfliv_10F23
zfliv_21H1
zfliv_40K15
zfliv_13L2
zfliv_2L11
zfliv_4M18
zfliv_18N5
zfliv_3004
MPMGp567_M072
MPMGp567A1511
MPMGp567B1710
MPMGp567B2216
zfsh_66B23
MPMGp567C0316
zfsh_89C7
MPMGp567C1616
MPMGp567C232
MPMGp567D0911

MPMGp567G072
MPMGp567G222
MPMGp567H012

ctgagcgaggtgttcattca
tgttcaaagggaatgcaaaa
AATGATTACACTTTGCAAACATCC
agccagccagacactttgtt
ttgatggagacacgtttacaaaa
cgaggcacaattatgaaacga
acgatgccctcectgcttac
agccattcacacaggacaca
ggcctgctcaagtactgacttt
atcttatcatgcaggacggc
gaaccagcacaggaaaacaaa
gctatcagtgacggggactc
AAAGCAAAATGACGGCTCTC
ttcctetecteggtegtatg
accaaacttgagtgcagcag
cacccctttcacaacagaca
TTGTTAGTCAGCACATCCTTCTG
agtctggcgggctgttattt
ttcacaattccttgagtacacagtt
GTGGTAGTGCGATGAGACCA
tgtttgggacagagatttttca
tgagatcgcttcattacaaactg
ggaataaaggaaactggaattgg
ggacagaggagaatagaatcgaa
CAATCCCAACTCTACATTTCAGTG
agactccttgccctttccag
aaacacaaagcggactgtgg
gacgccgacataaagagagc
tgatggtgattggtaggtgaa
TGGGTAAATGCCCTGTTAGC
caatgtccaaaggtgcaatg
tgaaagaggtcttggtgatgtc
GCTTTCCAAAGAACAATTACGG
ccaccgtagcggtaatctga
TGGGAATAAGCAATGGGAGA
caagaaggtctgtaattcctgg
tcaacagccatgtacccaaa
ggcgtaccagctttcectat
CAAACATGGAAAAGCTGCAA
ttgtcgagtttgggtgtcag
GCAAGTGAATGCGATTTTCA
cagaccctgtggaaaataatca
ttgccactcacaaaaggaca
ggttaaaaccgccaaacctt
agcagtcgagcgaaactagc
gaatgctaaacgcccgaata
ttccacatgaacataggcca
cacaaatgggatttgatgact
cgaggtttaaccatgggct
ctcaagcaggtttgttagcag
ctggataggagcgctttgtt
cggctggaaaacaggtagat
acagcatatttccaaatccaa
CAAGTCTCTCACAAGTCTCACACA
TGCTCTGAACCAAAGAGAACC
ccaggcaaaacaaacagaaa
ttcaactttccaaacctggg
tgtttaaactatgcattttcaacaag
tgcattcgtgaagtagcttgg
ccggtttgatgagactgaaa
tcagaatagcgtaattaaatcgaaca
catggcacatgaggaaacag
caaaaataaaaccatgcggc
gagcccttgacttgacttcg
atgcacaaattctggcatca
atgtttgcttgeggttctg

ggtctgagcegttctgacaca
caacgagaaacagcatcttca
TGAAAACAAACGAGGGCATA
cctgagcaggagaaggatga
gaatcctgcattattgcttca
gaaaagactgaatttgaataatgtgg
aggacgacatgactctcgct
agactattgcatgtgcgtcg
cgttaaagtcttcaaggtttgtca
ctctagggaatctgatgtgcaa
attccctcgtttcctggttt
tctatcccacacacttectttg
CCCATTGGCAGATAATCCAG
gaattgccattgtcgtgatg
catgttgttttcccectcat
ttttctccaattcagtccge
CATTGAGAAGCAGACATTTTGG
cagtgatcacaaagtaccgtga
cctgcattgatgagcacttg
CTGTTCTCTGGGGTCCATTT
ctettctgcatgetgggttt
ggaaaatgttcctaaagtcaacca
gtcttcgtggcggcaaata
taaagccgtaagaccgcatc
TGAACTTTGAACCTAGCAGCA
aggatctggttgataagcttcag
tgatctagaaggctgtggattg
tcacatccataacgctggaa
tcacctcggtgcacatttag
TTTTCACCCACCCTCTTTTG
tgaagaaggctgtgttgctg
tggctgcatatttgattttgtt
GGTTTTGAAGTTTGCAAGACAA
ttgtcgccaaatacaccaga
TGGCAGCAGATACAGTAAACG
aaagaccttcccaccgct
tgcacatgtaaatgcagggt
attaggcaccccaggcttta
CCCCTTCATCCTTAACAGCA
gttttcttttgccectctee
CAGCGGCTAATGCTTATGCT
agcaccttcatggatgttttg
tgttctgttccactgagtaacca
ttttgtgttttgagttgttggg
tttcccaaacaacctgcaat
attggagcctggtttgaaca
tgtcgctgttcccatcaat
gactgcataattgtttgccaga
ctgacgttgactgcttcgag
cggtttccaacatttttcca
tgacaaacatgctgagagtgc
ttttcctgtccaccattcaa
aactcaataccaaaccccctg
TTTACCATGCTGACTCCAACC
ATTGTTGTAATCAATGCCAGAA
cgaacacatgcttctttgga
cggaccgtttcaaaagtcat
ccaattaattctattcacctctgc
agactgtagcacatcggcct
gctgtttttgcaaccaaagag
aattcagtgcacaccatcca
gtgcattaaacggagccact
cccaagagtgctaatgatttcg
ctgcaagaggaggagcagat
cgagtgattggaccattgaa
acatccagaggctttccaat
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MPMGp567H0216
MPMGp567H0516
MPMGp567H102
MPMGp5671232
MPMGp567J012
MPMGp567J1810
MPMGp567J182
MPMGp567K042
MPMGp567K1615
MPMGp567L0215
MPMGp567M0415
MPMGp567N072
MPMGp567N1115
MPMGp609A0329
MPMGp609A0636
MPMGp609A1733
MPMGp609A2013
MPMGp609A2343
MPMGp609B0817
MPMGp609B1228
MPMGp609C1059
MPMGp609C1328
MPMGp609C1349
MPMGp609C1513
MPMGp609C2159
MPMGp609C2212
MPMGp609D0317
MPMGp609D0540
MPMGp609E1015
MPMGpB09E 1935
MPMGp609E2135
MPMGp609F0412
MPMGp609F0623
MPMGp609F0840
MPMGpB09F 1635
MPMGp609F2227
MPMGpB09F2344
MPMGp609G0144
MPMGp609G1141
MPMGp609G 1824
MPMGp609G2011
MPMGp609H0631
MPMGp609H2136
MPMGp609H2335
MPMGp60910456
MPMGp60911256
MPMGp609I1542
MPMGp609J0147
MPMGp609J1133
MPMGp609K0213
MPMGp609K1732
MPMGp609K2153
MPMGp609L0341
MPMGp609L0653
MPMGp609L1013
MPMGp609L1129
MPMGp609L1635
MPMGp609L1832
MPMGp609IM1247
MPMGp609IM1312
MPMGp609IN0326
MPMGp609IN0532
MPMGp60IN0536
MPMGp609IN2130
MPMGp60900256
MPMGp609P0240

MPMGp567H0216
MPMGp567H0516
MPMGp567H102
MPMGp5671232
MPMGp567J012
MPMGp567J1810
MPMGp567J182
MPMGp567K042
MPMGp567K1615
MPMGp567L0215
MPMGp567M0415
MPMGp567N072
MPMGp567N1115
RZPDp609A0329
RZPDp609A0636
RZPDp609A1733
MPMGp609A2013
RZPDp609A2343
RZPDp609B0817
RZPDp609B1228
RZPDp609C1059
RZPDp609C1328
RZPDp609C1349
RZPDp609C1513
RZPDp609C2159
MPMGp609C2212
RZPDp609D0317
RZPDp609D0540
RZPDp609E1015
RZPDp609E1935
RZPDp609E2135
MPMGp609F0412
RZPDp609F0623
RZPDp609F0840
RZPDp609F1635
MPMGp609F2227
RZPDp609F2344
MPMGp609G0144
RZPDp609G1141
RZPDp609G1824
MPMGp609G2011
RZPDp609H0631
RZPDp609H2136
RZPDp609H2335
RZPDp60910456
RZPDp60911256
RZPDp60911542
RZPDp609J0147
RZPDp609J1133
RZPDp609K0213
RZPDp609K1732
MPMGp609K2153
RZPDp609L0341
RZPDp609L0653
RZPDp609L1013
RZPDp609L1129
RZPDp609L1635
RZPDp609L1832
RZPDp609M1247
MPMGp609M1312
RZPDp609N0326
RZPDp609N0532
RZPDp609N0536
RZPDp609N2130
RZPDp60900256
MPMGp609P0240

aggccccagatgatcagatt
aaaagccaaaaaggggagaa
tgttgaccatcatacaactgtagaaa
agcagtacaatctgccaaaaa
accacgattcatctccatcc
cccticataaaaacattcatctcc
acgagcagttgacttgggac
cagtttctcgaattgattgaaca
ttgatgcacttcctgtggtc
actgagaaaagatttttgacatttga
agcggcagctgatctgag
tcatttgtgatggggactga
cacagcttgctttttgcttg
TGCATTTTACAATCTCAGGAAAA
TGGGTATTTAAAGGGACAGTTCA
TCAACAGCCATGTACCCAAA
GCAGAATGCTGAGGGACTTC
CATTTAATAAGCTCAAACTACATCCA
AAGCACACGTGAATCTGCTG
GGCATAAAGAAATGCACGCTAT
TTTGCAGAGTGAATGGCAAC
TCTTTTGCCAAACCGATACA
TGCAAGATCAGCAGGAAAAA
CCATCAGAAACTCCCCTCAG
TGACAGTGATCAGTGGGTCAG
CTGGATAGGAGCGCTTTGTT
AATCTTTGGGCAGTTCATGC
GTTGAGGCAGAGACCTCCAG
ATGCATGAGCAAGGCAGAT
GGGGCAGTCCAATACAAGAG
AAAGCTCCCTTGGTAACCAGT
AACCTTTAGGAAGACGCTTATGA
TGGAGGTGATCTGATGATCTTG
TCTCTCCTCAGCAATGGTCA
AGGACTCTTGACTGCAAACCA
CCGCTGCTGCAGTTTACAT
AAAACCTGGACCAATGAAACA
GGCACCAATTTGTTTACTGC
CAGCTCACCCAAAAATGACA
GAACGTCCCACCTTCAAAAA
TACCTTGCAGAGCCTGAACA
CATGCTGTTCCAGCGAAATA
TGGGTATTTAAAGGGACAGTTCA
CAGCTCAAGTTTTAACATGACAAAGT
TCAAGAATTTCAATAGCATCAAATG
CTCTTTTTGTTGAGCATGCAA
GCAAAGGGAATCAGTTTTTATTG
TTGGACCGATCAAAGAAAATG
TTACAGCAGTGCGGAAGATG
TGATGTTCTTCAGTGCTTCACA
TTCCAAGCATTTTCAACAGG
GAAAACGCTCAAGCATCTCA
AGGCCTTGACTGTGTTCTGA
GCACACATTATAAAAATTCACCAAA
GAATCTGAGGAAGAACGGTGT
TGTAAATTCATGAGCACACTTTCA
GCTAAACATTAGCCCCTCCA
CAACAGCTGAAACCAAAGAGA
GCCACTGTTCTGCCATTAGC
TCCAATGCACTTTTCCAATG
TTGGTTAACTTGGAGACGTCAA
CGAGGTCAGCTATGGATTTCA
TCCACCTTTCCAGCAACTTT
TCCAACTTTATGCTTCCCTCA
TCCAACTTTATGCTTCCCTCA
AAAAAGCCCAATCCCAAAAC

tttcaaatttcatgcgaacaa
agctgcaactcacacctgct
ggtctggtgagtggtcaggt
ggattgtattgtctgaaatggga
tgtcagatgctgaatttgtgc
catcctcttattttgtctgcga
gcacagaaagacctgcacct
tgggatgtctgttctgtttatctt
cctcaacacatgtccagcac
tgagaaagtttcagccaggtc
tetgtegteatcetgetctgg
tgcctttaacctgaaaaggg
aaatgttcattgccctgctt
TCCTACAAGGAATGCAACAGG
CTTCCAAATCCATGTGAGCA
TGCCATTTGGATTTGTCAGA
CACACTGAAACATCACGCACT
GCTCTTCAGGACGCACTCAT
CATCATTGTGGGACGAGGTA
TCGTTTTTACAAATTTAAGTGGATTG
TGGAGCACCTTGACCTTCTT
TGAACCACAAAATGCGAAAA
CAAAACGAGGTGTTTCAGCA
GTAAACCAGCGGCTTCTACG
GCTTGCATTAAGAAGGGGTTC
TGACAAACATGCTGAGAGTGC
GCACCCCTTCAAAAGTGTTT
TTGATCACGCTTTTCATTTTTC
CGCCTTCCCTAACTATGCTG
AGGAAACAGTGCGCAAAGC
CATGCTTTCGCAGTTGCTTA
CACCCTCATTCTGGATGGAT
CAGCGACCGCACTATTACAG
TAACTTGGGGCGTATTGGTG
TGGCAATCCGTCTATGTTGA
TGAATAAGCATGGTGCTTGC
TGACCTCAGAGGCAGCAGTA
TATAGGGAAAGCTGGTACGC
TCAATGGGGACCATCAACTT
GGGGTGGGAAATGTTTCTTT
AGCACCTTCATGGATGTTTTG
TTGAGAAGATATGATAAAAAGCAATG
CTTCCAAATCCATGTGAGCA
GGGGGAAATATGACAGTGATG
TGTGTAAAAATTAATGGGGGCTA
TGGAAACATTGGCTTTGTCC
TGGATAAGTTGGCGGTTCAT
TTCCGTCCACAAAACAGAGA
AGGTACATGGTCACATGTTGTTG
GAATCTCAAGCCAGCTGTGG
CCCAAGAAACAACAGTGCAG
TGCAACATGCACAAAAGACA
GTGAACCGATTTCTGCCTTC
TGTGTTGATTTCATACACCTGAA
TCTCAGGATTGTGTTTTGCAG
TTTGACGGCACTCAACAAAA
CAGACTGTGAATCGCTGTCATT
GCTCTGGCAAGGTCAAACTC
CCGGAAACTTTGGATACACC
GTGAAATGAAATGCGTGTCG
TGATCGAAAGTGCAGAGAGG
CAGATAGCTGGTTGTCTGCAA
CTGGCACTCCGTACCTACCA
CGCACATTTCCCTCAGTTCT
CACATTTCCCTCAGTTCTCCT
GAAGGGCAACACATGTCCTTA
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MPMGp609P0340
MPMGp609P0516
MPMGp609P0734
MPMGp609P2014
MPMGp609P2134
MPMGp637A0112
MPMGp637A025
MPMGp637A072
MPMGp637A199
MPMGp637A205
MPMGp637B0927
MPMGp637C045
MPMGp637C045
MPMGp637C205
MPMGp637D1317
MPMGp637D1330
MPMGp637E1029
MPMGp637E143
MPMGp637F0231
MPMGp637G075
MPMGp637G095
MPMGp637G2027
MPMGp63710112
MPMGp6371015
MPMGp6371065
MPMGp6371086
MPMGp637J0310
MPMGp637K055
MPMGp637K075
MPMGp637K0928
MPMGp637K095
MPMGp637K1532
MPMGp637K245
MPMGp637L1826
MPMGp637M0531
MPMGp637M1032
MPMGp637M115
MPMGp637M235
MPMGp637M242
MPMGp637M245
MPMGp637N1119
MPMGp637N233
MPMGp6370075
MPMGp6370095
MPMGp63701524
MPMGp637P1612
MPMGp637P2427
p8b12b44
w8b12b22
w8b12b28

zfmex

RZPDp609P0340
RZPDp609P0516
MPMGp609P0734
RZPDp609P2014
RZPDp609P2134
RZPDp637A0112
MPMGp567A025Q100
MPMGp637A072
MPMGp637A199
MPMGp567A205Q100
MPMGp637B0927
MPMGp637C045
MPMGp567C045Q100
MPMGp567C205Q100
MPMGp637D1317
MPMGp637D1330
MPMGp637E1029
MPMGp637E143
MPMGp637F0231
MPMGp567G075Q100
MPMGp567G095Q100
MPMGp637G2027
MPMGp63710112
MPMGp5671015Q100
MPMGp5671065Q100
MPMGp6371086
MPMGp637J0310
MPMGp567K055Q100
MPMGp567K075Q100
MPMGp637K0928
MPMGp567K095Q100
MPMGp637K1532
MPMGp567K245Q100
MPMGp637L1826
MPMGp637M0531
MPMGp637M1032
MPMGp567M115Q100
MPMGp567M235Q100
MPMGp637M242
MPMGp567M245Q100
MPMGp637N1119
MPMGp637N233
MPMGp5670075Q100
MPMGp5670095Q100
MPMGp63701524
RZPDp637P1612
RZPDp637P2427
p8b12b44

w8b12b22

w8b12b28

7.4 Abbreviations

AACCAAGGAAAACAGCGTCA
AGGACACTGCCGTCTTCACT
TTCCCTGCGCTTTCATGTAT
TTGACCCGCGTTAGTCACTT
CGACAGGTGGTCTGGGTCTA
CCCCACAAACATATACAATCCA
caaaacgtctgtgggaactg
AACCGCTGAGAGACAGATGG
GGTGGCTTGGATCTGAAAAA
cactcaaaatctgtccatacatct
cttcaaacaatgtccaaaatgc
TCTGAACCATACAATCGGTTCTT
taagtaaaagctttaaggcaaataaaa
tttttcagcgaggattatattgg
TCGGTGTAGCTCCTCTGGTT
TGAGGATCCCCTCTACACTCA
GCAAGTTTCTGGTTGGAATGA
GGAAGGCACCAGATAGATGC
GTGACCGTTCCTGCTGTTTT
aaagcagttcccctcagaca
gcggtcacatcctcacctta
AAAAATATGCATTCACCTTTTCCT
CAGCACAAATTCTGTTTTGGA
gcctaaaaatatttcattggctaga
cacgttaaaagattctcatccaaa
CCAGATTTTGCATTAAACACTGA
CAAAATCAGCAGCAATCTGG
gcagactgcgaccttacaact
caaaaggcgtatggcaactt
AGCAGCAGAGCCTCGAAATA
cgaatgctacaacgacctga
TGAAACAAAATATGTAGCATTACCC
aaagcgattggaacgaaatg
ATGCATGCAGGACAGAAAAA
CCCTTCTCTTTGAAGGATGC
TTTTGTTGATTGTTGGGAATTG
tcaactactttgagctttggttt
tcgccaacggaaagagttat
GAAAATGCAACAAGTTACCTAAGAA
tcttcaaaagacaatgaaacga
TGACAAGAATGGGTGTTGGA
TTCCCAGTGTTGACACCGTA
gaacgtcccacctticaaaaa
tttcatccacatttactgtctge
AACACCTTCAAAACACGGAAA
AAATACCCCAACTGCACCAA
CTTAGCAATGCGGGGTTATT
accacgattcatctccatcc
tcaactactttgagctttggttt
aaggcaaataaaagagctggaa
cgccactataggtttaggatttc

AGAGTCTGTCCTGTCATGGTGA
AAGCTACACACTGGAGGCAGA
TGCAGAAAAACACGACATCC
CAGAGAGGCGTGGATGAAAT
TATTTGTGGCCTTCCCACAG
TTGTGCTTGAGGGGAGTTTT
ggttcagtggtgccaaagtt
TCCATTTCGAGGGGATGAT
GCAAGATACTGCTAGTAATTCTGCT
taatgtcctgttgtatcacggtt
ctatgtatgcaacggcaacc
TCCACCACACCAAAACACTC
tgggatctctigtttttaatcatc
tataatcgccaatcatggca
CAGAGCACCACAACTTTTGC
GTCTGTCTGGTGCACGTCAT
GATGCCCATTTGTCCAGTTT
ATCTCGCGTCTGTCTTACCG
TCGCCATTTTTAAGGGATTTT
ccagaagtcagcacctgtaga
cgtttcacctggtttaggtct
GACATCTTGTCATGTTTCAGTAATCC
TGAGTGTTTGGGATAGTCTGTGA
cagtttcagaagtaagaatggacg
agttcaccatcggctctcac
TCAACAAAGGCATTCAGACG
TGATCGCAGTGAATTTGACC
ttagaatggccggtctctgt
aagcagctcgttttcatcgt
AAGAGGCCGAAGAGAAGGAC
cgcaccagtctccgtatgta
TGTGTGTGTGCAAATGAATCC
gagttcactgaggccgagag
ATGAGCATTGTCATTTTAACAGC
CCTGCTCAACCCCTTAACAA
CGATTCGTTTTCAAGGTGCT
tgacgagattggtaaagctgg
ccatttgggaaaaagcagtg
CCAGCCTTAAAATGTGTCTGC
taagcaagcatggcaagaaa
GGCTTGGATGTGCATCTTTT
AGTGTGCCTCCAGCTTTGTT
ggggtgggaaatgtttcttt
agtgaggaatgtgccgtacc
TGCTTTGTACCAGTGGCTTG
TGTGCAAGTGCAGGTTACAA
GACTTCAGGTGTGCATTAAACG
tgtcagatgctgaatttgtgc
aaagctggtcatgagcatgtaa
gggatctcttgtttttaatcatca
ttctcaaatcttgtttcagcaaa

AFLP Amplified fragment length polymorphism
ATP Adenosine-5’-triphosphate

b (nucleotide) bases

BAC Bacterial artificial chromosome

BLAST Basic local alignment tool

bp Base pairs
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BSA Bovine serum albumin

Ci Curie

cDNA complementary DNA

cM centiMorgan

cR centiRay

DMEM Dulbecco’s Modified Eagle Medium
DMF Dimethylformamid

DMSO Dimethylsulfoxide

DNA Deoxyribonucleic acid

Dre Danio rerio

DTT Dithiotreitol

EDTA Ethylenediaminetetraacetic acid

ENU Ethylnitrosourea

EST expressed sequence tag

FBS Fetal bovine serum

h Hour

HEPES Hydroxyethyl piperazine ethansulfonic acid
Has Homo sapiens

IPTG Isopropyl beta-thiogalactopyranoside
IRS interspersed repetitive sequence

k Kilo

LG Linkage group

LTR long terminal repeat

LINE long interspersed repetitive element

M mole/litre

m Milli

u Micro

MPI-MG Max-Planck-Institut fiir molekulare Genetik, Berlin
n Nano

ONF Oligonucleotide fingerprinting

PAC P1 derived artificial chromosome

PCR polymerase chain reaction

RAPD randomly amplified polymorphic DNA
RFLP restriction fragment length polymorphism
RH Radiation hybrid

RNA Ribonucleic acid

RZPD Resssourcen-Zentrum Primédr-Datenbank
SINE short interspersed repetitive element
SSCP single strand conformation polymorphism
SSLP simple sequence length polymorphism
SSR simple sequence repeat

STS sequence tagged site

TRIS Tris(hydroxymethyl)-aminomethan
tRNA transfer RNA

U units

URL uniform resource locator

UTR untranslated region

v/v volume per volume

WMISH Whole mount in situ hybridisation
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w/v weight per volume

X-gal 5-Bromo-4-chloro-3-indolyl beta-galactopyranoside
YAC yeast artificial chromosome

7.5 TUPAC-code of wobble nucleotides

M A/C

R A/G

W A/T

S G/C

Y C/T

K G/T

\% A/G/C
H A/C/T

D A/G/T

B G/C/T
N A/G/C/T
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